related Figures 2, 3 and 5: BN PAGE gels for complexome profiling and mass calibration. Figure S1 related Figures 2, 3 and 5: BN PAGE gels for complexome profiling and mass calibration. A, Coomassie blue stained gel slice indicating the 60 slices subsequently subjected to in-gel tryptic digest and mass spectrometry. B, mass calibration for soluble and membrane integral proteins and protein complexes that migrate differently in Blue Native Electrophoresis (Wittig et al., 2010) . Membrane protein standards: monomeric voltagedependent anion channel (VDAC) 1 (30.7 kDa), VDAC 1,2,3 heterononameric complex (270 kDa), respiratory complexes II (123 kDa), IV (214 kDa), III 2 (485 kDa) and V (626) and supercomplexes III 2 -IV (699 kDa), I-III 2 (1494 kDa), I-III 2 -IV (1708 kDa), I-III 2 -IV 2 (1922 kDa) and I-III 2 -IV 3 (2136 kDa). Soluble protein standards: heptameric 60 kDa heat-shock protein (405 kDa), monomeric ATP synthase subunit beta (51.7 kDa), tetrameric mitochondrial aldehyde dehydrogenase X (221 kDa, 55.3 each subunit), isocitrate dehydrogenase complex (608 kDa), NDUFS1 not bound to other complex I subunits (77 kDa). (Andrews et al., 2013) 1 Assembly factors in bold face were found to be associated with complex I assembly intermediates. 
